OAHU 3ABOJA

28. CTPYYHA KOH®EPEHLUMUIA

AOA TN JE ENMAEMUIA COVID-19 YTULIAJTIA HA
AHTUMUKPOBHY PESUCTEHLUNIY Y YKLC?

Mpum mp cyu med Op CHexcaHa JoeaHosuh
lMpum Op cyu meo op Munuya JosaHosuh



7R\
((Z&®)) HIGH-LEVEL MEETING ON | &
%Y ANTIMICROBIAL RESISTANCE | %™

2

21 SEPTEMBER 2016, UN HEADQUARTERS, NEW YORK
21 September 2016 @ 10:00 am - 6:00 pm

WHO's AMR response 4 key priorities: lead global efforts,
drive public health impact, promote R&D, monitor AMR
burden and response

WHO AMR priorities

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

....Antimicrobial resistance (AMR) has become one of
the biggest threats to global health and endangers
other major priorities, such as human development. ..


https://www.who.int/publications/i/item/9789240041387

PROJECTED DEATH COUNT

Other Factors
0.30 Million

Road Accidents
Diaherreal Diseases __ 1.2 Million

Diabetes _
1.5 Million

AMR
10 Million

Cancer
8.2 Million

Antibiotic Resistance

FENNRY

Fig. 1. Anthropogenic disturbances increase Antibiotic Resistance in the environment either directly or indirectly. Due to the
pandemic, there is a surge in antibiotic usage in various sectors, especially health care centers and pharmaceutical industries which
will escalate the existing Antimicrobial Resistance burden. According to Neill (2014)



https://www.sciencedirect.com/topics/earth-and-planetary-sciences/pharmaceutical-industry
https://www.sciencedirect.com/science/article/pii/S0048969721059519#bb0395

“*AMR was directly responsible for an estimated 1.27 million
deaths worldwide, and associated with an estimated 4.95
million deaths, in 2019

<+ HIV/AIDS and malaria have been estimated to have caused
860,000 and 640,000 deaths, respectively, in 2019
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< Globally, as of 6:15pm CET, 8 November 2023, there have

been 771,820,937 confirmed cases of COVID-19,
including 6,978,175 deaths, reported to WHO.

https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30925-9/fulltext



https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30925-9/fulltext
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"COVID-19 has opened people’s minds
«to infectious iseases. Now is a good




Data assessing the impact of the COVID-19
pandemic on antimicrobial resistance showed a:

13%

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

78% | 32%

increase in increase in increase in MRSA
carbapenem- multidrug-resistant

resistant Pseudomonas

Acinetobacter aeruginosa

—— N
Healio™
Saha, M.: Sarkar, A. Review on Multiple Facets of Drug Resistance:A Rising Challenge in the 21s' Century. J. Xenobiot. 2021, 11, 197-214

Sidra Ghazali Rizvi, Shaikh Ziauddin Ahammad.COVID-19 and antimicrobial resistance: A cross-study,Science of The Total Environment,Volume 807, Part
2,2022,150873,ISSN 0048-9697,



Journal of Infection and Public Health 16 (2023) 320-331

Contents lists available at ScienceDirect

Journal of Infection and Public Health

EL.SEVIER journal homepage: www.elsevier.com/locate/jiph

Review

Impact of COVID-19 pandemic on multidrug resistant gram positive and
gram negative pathogens: A systematic review

Usman Abubakar #°, Menier Al-Anazi ”, Zainab alanazi “, Jestis Rodriguez-Bafio <=

@ Discipline of Clinical Pharmacy. School of Pharmaceutical Sciences, Universiti Sains Malaysia, 11800 Penang. Malaysia
® Faculty of Science, University of Tabuk, Tabuk 71491, Kingdom of Saudi Arabia
mily Medicine, King Salman Armed Forces Hospital, Tabuk 47512, Saudi Arabia
< Biomedicine Institute of Seville (IBiS)/CSIC, Seville, Spain. CIBERINFEC, Instituto de Salud Carlos III, Madrid, Spain
“ Department of Medicine, University of Seville. Madrid. Spain
fInfectious Diseases and Microbiology division, Hospital Universitario Virgen Macarena, Seville, Spain. CIBERINFEC, Instituto de Salud Carlos ITI, Madrid, Spain

ABSTRACT

Background: There is paucity of data describing the impact of COVID-19 pandemic on antimicrobial re-
sistance. This review evaluated the changes in the rate of multidrug resistant gram negative and gram
positive bacteria during the COVID-19 pandemic.
Methods: A search was conducted in PubMed, Science Direct, and Google Scholar databases to identify
pandemic on carbapenem-resistan
Acinetobacter baumannii (CRAB), carbapenem-resistant Enterobacteriaceae (CRE), extended-spectrum beta-
lactamase inhibitor (ESBL)-producing Enterobacteriaceae, vancomycin-resistant enterococci (VRE), methi-
cillin-resistant Staphylococcus aureus (MRSA) and carbapenem-resistant Pseudomonas aeruginosa (CPE) were
selected. Studies published in English language from the start of COVID-19 pandemic to July 2022 were
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Results: Thirty eligible studies were selected and most of them were from Italy (n = 8), Turkey (n = 3) and

varied between the studies. Most studies (54.5%) reported increase in MRSA infection/colonization during
the pandemic, and the increase ranged from 4.6 to 170.6%. Five studies (55.6%) reported a 6.8-65.1% increase
in VRE infection/colonization during the pandemic. A 2.4-58.2% decrease in ESBL E. coli and a 1.8-13.3%
reduction in ESBL Klebsiella pneumoniae was observed during the pandemic. For CRAB, most studies (58.3%)
reported 1.5-621.6% increase in infection/colonization during the pandemic. Overall, studies showed in-
crease in the rate of CRE infection/colonization during the pandemic. There was a reduction in carbapenem- Es BL; CR E. COIi
resistant E. coli during COVID-19 pandemic, and an increase in carbapenem-resistant K. pneumoniae. Most
studies (55.6%) showed 10.4 - 40.9% reduction in the rate of CRPA infection during the pandemic. E SBL +
ere 1s an Increase 1n the rate ol mulfidrug resistant gram positive and gram negative bacteria
during the COVID-19 pandemic. However, the rate of ESBL-producing Enterobacteriaceae and CRPA has .
decrease during the pandemic. Both infection prevention and control strategies and antimicrobial stew- K . Pneumomae
ardship should be strengthen to address the increasing rate of multidrug resistant gram positive and gram
negative bacteria.

K
R W Unogp‘%.
¥ %



;:g:r:lzraokbhfzf:i::istance & Infection Control 2022) 11:121 Antl m I CrObiaI e ReSiSta nce
https://doi.org/10.1186/513756-022-01159-y and Infection Control
., Tashke ( .
Assessment of antibiotic resistance changes /
ran | during the Covid-19 pandemic in northeast t‘/
of Iran during 2020-2022: an epidemiological
study
Reza Khoshbakht'2, Mona Kabiri®, Alireza Neshani'2, Moh

Abstract

Background: The coronavirus disease 2019 seems to chang
Covid-19 era may be contributing to the rise of antimicrobial mation on the
impact of Covid-19 on antimicrobial resistance (AMR), the purpose of this research was to investigate the trend in
antimicrobial resistance changes of £ coli. P geruginosa, K. pneumoniae, and A. baumannii in Hasheminezhad hospital.
This hospital was a Corona center in Mashhad at the onset of this epidemic.

ditions in the

Methods: 1672 clinical samples were collected between January 21, 2020 and January 30, 2022from patients
hospitalized at Hasheminezhad Hospital in Mashhad, Conventional microbiological procedures for identifying gram-
negative bacteria and antibiotic susceptibility testing were used, according to the clinical and laboratory standards
institute (CLSI) 2021. The two years of the pandemic, from the initial stage of the outbreak until the 6th peak, (January
2020 to and January 2022) were divided into 9 periods according to the seasons.

Results: Highest resistance rates were seenin £ coli (615 samples), K. pneumoniae (351 samples), P aeruginosa (362
samples) and A. baumannii (344 samples) to Ampicillin (89.6%), Ampicillin (98%), Imipenem (91.8%), and Ceftazidime
(94.6%), respectively. The largest change in antibiotic resistance was seen between Summer 2020 and Summer 2021
for K. pneumoniae with about a 30% rise in antibiotic resistance to Ceftriaxone.

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

42 KOHg,
QO e
2 5:",%_’/

Conclusions: All 4 species evaluated in this study, have shown rising AMR rates during the first year of the pandemic
in the northeast of Iran. This study revealed that E. coli, P. aeruginosa, K. pneumoniae, and A. baumannii strains in North-
ern Iran have a higher level of antibiotic resistance than what was measured in similar studies conducted before the
pandemic. This will further restrict treatment choices and jeopardize global public health.
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Hospital Name Capacity Location
1.Chang Gung
Memorial Hospital 10,000 Taoyuan, Taiwan
2.West China Medical
Center of Sichuan
University 4,300 Chengdu, China
3.Chris Hani
Baragwanath Hospital 3,500 Johannesburg, South Africa
4.Clinical Center of
Serbia 3,478 Belgrade, Serbia
5.Ahmedabad Civil
Hospital 2,800 Asarwa, India
6.Beijing Hospital of
Traditional Chinese 2,500 Beijing, China
7.Presbyterian
Hospital 2,478 New York, USA
8.Jackson Memorial
Hospital 2,000 Miami, Florida
9.St. George's Hospital 1,300 London, United Kingdom
10. Aucland City
Hospital 1200 Aucland , New Zeland

YHUBEP3UTETCKHN KITMHNYKH
LIEHTAP CPBAJE

+ 1000 kpeseta oa 15.12.2020.
COVID bOJIHHMLA BATAJHHLIA

|

The largest hospitals in the
world are:

1.Chang 6ung Memorial
Hospital

2. Clinical Center of Serbia
3.West China Medical Center
of Sichuan University

4 .Chris Hani Baragwanath
Hospital



MATEPUTANT N METOLE PALIA

“*peTpOCNeKTUBHA aHanM3a MUKpobUONOWKUX pe3ynTara
(aHTU6UOrpam)

»>0Oacek 6aktepuonoruje Ha KnuHuUuu 3a uH@PeKTUBHE U Tponcke
6onectu

<+ U3 XeMOKynTypa naumjeHata xocnutanusosaHux y KnuHukama
YKLC usonosaHu cy cojesu b6aktepuja

> UHpekTueHa knuHuka™, KnuHuka 3a nynmonorujy®, KnuHuka 3a rpyaHy
xupyprujy, KnuHuka 3a nnactuuHy U pekoHCTpYKTUBHY xupyprujy, Kosupg

6onHuua barajHuua®, KoxHa knuHuka®, KnuHuka 3a NEX, KnuHuka 3a
Heyponorujy

* COVID-19 knuHuke

<+6oue 3a xemokyntype: Bactec sistem 9240 (Becton Dickinson
Diagnostic Instrument Systems, Sparks, Md.)

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU



MATEPUJTAN U METOJE PALA

*UACHTUPUKALIUJA U OCEeTISBUBOCT Ha AGHTUMUKPObHe nekose je
pahieHa cTaHAGpPAHUM MUKPOOGUONOWKUM MeTOAAaMa:

> AUCK AUPY3nja

> onpehuearwem speaHoctu MIC-a uenynouaHOM TPAKOM cCa rpaamjeHToOM
KOHUeHTpaumje aHTubuotuka - E tectom (bioMerieux, France):

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

“*u/vnn y nonyaytomatusosaHom cuctemy VITEK 2 Compact
(bioMerieux, France); kaptuue : GN;:GP, AST GN76, AST
XNO5, AST N240, AST P580,AST P586



MAOHO NPETU

<
w
o
=
w
T
<
o
x
'_
8]
o
T
(@]
<<
=
(@)
|
<
N
=
T
w
'_
8]
=
m
L
o
<<
T
Lo
o
=

TTIPOLIEHAT TTO3NUTUBHWNX BOLIA
XEMOKYNTYPA TTO TOOANMHAMA

2016 2017

xemokynTtype - XK

YkynHo: 133.604 6oua
2016 5000
2017 17218
2018 23026
< 2&20 2217;
= 2021 28671
Sg 2022 35169
X 2 75,7 76,4 79,1 77,1 79,1 79,9
* 70
s 60
; 50
2 30 243 236 209 229 209 201
= 20 """g!’.'F--..-l.lI----‘-----ﬂl-----‘h-----
10
X0

2018 2019 2020 2021 2022

@=1103UTHBHO CTEPUJIHO

YKLC 01.01.2017-31.12.2022.



BPOJ U BPCTA TIPUMOM3ONATA M3
XEMOKYNTYPA (2017.)
4

Klebsiella pneumoniae  Escherichia coli

. 7%

Enhterobacterales ostalo

Non fermenteri ostalo8 %
5% Enterococcus spp.
7%

Pseudomonas aeruginosa Streptococcus spp.
0 \ .
: orynebacterium spp.

Acinetobacter spp. 5%

9%

andida spp.
6%

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

Staphylococcus aureus

9% Razno

2%
Staphylococcus koagulaza negativan
29%

1
|n:1053 | OLOCEK UHEEKTUBHA KNWMHWKA 01.01.-31.12.2017.




BPOJ U BPCTA TIPUMOUNUIOINATA O
01.01.2022.-31.12.2022.NOANHE

Broj
primoizolata

Vrsta bakterije

2 Acinetobacter spp. 592
E. faecalis 362
E. faecium 276

E. coli 423

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

K. pneumoniae 969

P. aeruginosa 177

S. aureus 573

» 24 naboparopu je
> 80% Teputopuje

S. pneumoniae 48

Salmonella spp. 11

Ukupan br. izolata Sl < PN 3a AMP N3J3 BojsoauHa-Hoeu Can



BPOJ W BPCTA TIPUMOM3ONATA U3
XEMOKYNTYPA - YKLIC (2022.)

SPECIES BPOJ COJEBA

Klebsiella pneumoniae 970

Acinetobacter baumanii compl. 568
I

P.aeruginosa 270

E.faecium 151

E.coli 144

E.faecalis 111

YKLC 01.01.-31.12.2022.



BPOJ N BPCTA TIPUMOM3ONATA M3
XEMOKYNTYPA (2022.)

Klebsiella pneumoniae
2 17%

Escherichia coli
3%

Ostalo
1%

Non fermenteri ostalo
6%

Ostale Enterovbacterales
2%

Acinetobacter spp.
8%
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Pseudomonas
aeruginosa
5% Staphylococcus aureus
Enterococcus spp. 9%
11%
Streptococcus spp. Corynebag('f/enum spp.
1% Staphylococcus 0
koagulaza negativan
Candida spp. 33%

3%

I n=2891 I

1
OACEK NHEEKTMBHA KITMHWKA 01.01.-31.12.2022.




Escherichia coli
©2017: %R $2022: %R

45’ . ..
40 - .o.

0 35 / Oo.

30 -

25 1

20 A

15 A

10
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2022.

. , M 1.1% Colistin
CrarucTuuku SHAYaJHO nosehame pe3I/ICTeHI[I/IJe: o1 5% Meropenem

LeVOfI OxaCi n : p:O . 009 N “ PJI 3a AMP U3J3 Bojsoguna-Hosu Can
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+2017: %R

A.A..

0 .‘..

Levofloxacin p=0.011

140 -

120 -

100

Klebsiella pneumoniae

+2022: %R

A0/

607 0/ 1 £y 0 0/, 0
40 -
20
0 I I I I
' [Z&OQ' o« 0‘@9 | Q@'&& ¢ OV%&
& & S
CF @ $

4 2022.
 CraTucTHYKH 3HAYajHO moBehame pesucTeHnmje M 35 4% Colistin
| Amikacin p=0.0006 Imipenem p=0.025

M 65.7% Meropenem

- PJI 3a AMP U3J3 Bojsoanna-Hosu Caj



Pseudomonas aeruginosa
+2017: %R +2022: %R

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

@@
o) 2022.
[ CrarucTuuku 3Ha4ajHo noBehamwe pesucrenumuje : M 1.3% Colistin
Piperacillin-Tazobactam (TZP): p=0.004 " M49.4% Meropenem

« PJI 3a AMP U3J3 BojBoguna-HoBu Cax
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Acinetobacter spp.

©2017: %R

Gentamicin

Levofloxacin  Meropenem

&

|+

+2022: %R L

Levofloxacin Meropenem  Colistin

2022.
B 1.9% Colistin
\ ™ 97.5% Meropenem

« PJI 3a AMP U3J3 BojBoguna-HoBu Cax




Staphylococcus aureus

+2017: 7R +2022: 7R

5
S
é
% 09%0 090 . 0%
= 9% N
(@] 80 -
s 0% 70_'_I' a = A
Wld 1-, . 1372%]
: P 61.4% = JH
Wi, 0 1IN
< Wy 1H. IR
A0
= 10
P 4 W
= 3 & © : . . : D
Q&‘y oo& &0 ] R ) y 0409& QC»& ‘6&& 04)0\*/
& o é\\ Q§t§ ® N
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v, CTaTuCTHYKM 3HA4YajHO MoBehame pe3ucTenuuje:

Methicillin:  p=0.001 »\ 2?22-
Levofloxacin: p=0.009 B 28.6% Methicillin
Rifam P icin: p:O 011 < PJI 3a AMP U3J3 Bojsoauna-Hosu Cax



Enterococcus faecalis

o
+2017: %R I‘Jvi‘ 2022: %R

004 A 0
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7 _
6 a
5 1 /0 A
4 .
3 .
2 _
1 .
0
R N3 RN
. &s -04 ﬁo
N o> &
S & O
had 4 4“09
&

R
k\ B 69.2% Gentamicin
) vD

< PJI 3a AMP U3J3 Bojsoguna-Hoeu Cajx



Enterococcus faecium

+2017: %R e +2022: %R

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

090
9 - 45
8 40 - .0.
7 - 35 -
6 - 00U .. 30 -
::..l 0 00

S - 009% 25 1 o/ .0%0 59 704
4 - 20 - 0. .l.
3 - 15 -
2* 10,
1ﬁ
0

- (S . >

N < & > >

> &> & & N
&Q § 00 0@ .~Q®
had Q> 4"09 N

2022.
M 53.1% Vancomycin

< PJI 3a AMP U3J3 BojBoauna-Hosu Can.



UMA PA3INTMUYNTUX PE3YIITATA......

YHUBEP3WUTETCKW KNMHWYKA LLIEHTAP CPBUJE (YKLIC)
CNYXBA 3A MEOULWHCKY MUKPOBMONOIUJY
TNaBopaTopujckn oacek 3a GakTepuonorijy ¥ Mukonorujy Ha MonuknuHuum KLC

Wme nauujenTa: |DE®S PETAR |

YHUBEP3UTETCKM KINUHUYKW LIEHTAP CPEWUJE (YKLIC)
CNYXXBA 3A MEOWLIMHCKY MUKPOBMONOIJY
NaGopaTopujcki oficek 3a GakTepuonorujy Ha YpreHTHom LeHTpy KLIC

Rar. pohetba:  5.12.1956 ¥nyrunau: Klinika za pulmologiju
- o ami o iy Dnevna bolnica za interventnu pulmologiju
KBC "Dr Dragisa Misovic-Dedinje [ar. pohetsa:  15.8.1955 Ynytunay: Urgentni centar
NBO: 26200765639 Hapyunnau: Dr Milivojevié lvan yrna ODELJENJE HIRURGIJE 2

Bp. uctopvje/npotokona: PULM-4772/2022

NBO: I Hapyuunay: Zecevic Marko
Mon: M Bp. uctopuje/npotokona: UCS-3342/2023

[DwjarHosa: J189

Bpcra yaopka: ‘:::r:::: Nab. 6poj npotokona: 9184 Vaopkosau: 30.12.2022 Dvjarvosa: K404
KowmenTap: studijski broj 201002 Mpamreen: 30.12.2022 11:46 Bpora ysopea: Bris fane- | f1a6. Gpoj npotorona: | 2045 Yaoproear: 20.03.2023
abdomen
Direktni mikroskopski Videne su epitelne celije, gram +/- koke, gram - bacili, gram +/- kokobacili, Hanomena: doneto u dk.bujonu Mpumrses: 20.03.2023 10:38
preparat polimorfonuklearni leukociti u velikom broju — — -
Bakterioloski pregled Izolovana je: aB::ggggIoskj pregled Izolovani su:
1. Klebsiella pneumoniae subspecies pneumoniae 1.000.000.00 cfu/ml 1. Prot irabili liki broi
Mikoloski pregled Gljive iz roda Candida nisu izolovane - Proteus mirablls velki brol

2. Klebsiella-Enterobacter spp. srednji broj
Bakteriolo$ki pregled U radu

Napomena Identifikacija i antibiogram su radeni na aparatu VITEK 2 COMPACT. Konacan nalaz.

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

MPYNEAHTA. | AHTMBMOTWULIA 1. anaerobno
Peniciini | Amoxicillin R enlnEki P ida nicy i
| Amoxicilintinhibitor p-laktamaze R Mikoloski pregled Gljive iz roda Candida nisu izolovane
| Ampicillin R Napomena Bakterije iz roda Salmonella, Shigella nisu izolovane.
Piperacillin/Tazobactam R >32
Katbapenemi | Erlapenem R revne AT | AHTUBMOTULIM 2
| Imipenem MIC pg/mi R Penicilini Amoxicillin R
| Meropenem MIC pg/ml R>8 | Amoxicillin+inhibitor B-laktamaze s
Meropenem/Vaborbactam MIC R Ampicillin R
| pg/ml | Piperacillin/Tazobactam s
| Imipenem/Relebactam MIC pg/ml | R>—32_ Imipenem s i
cetalosporni | Cefiderocol MIC pg/ml Meropenem s c
S;i;:\ozaneﬁ azobactam MIC )355 Cefepime s
£47 KMUHWYKM LIEHTAP CPBUJE Ceftazidime/avibactam R Cefotaxime s
' | Cefepime | R>32 Ceftazidime s
KNUHUKA 3A NYNIMONOTAJY Cefotaxime R Ceftriaxone s
| Ceftazidime R Am|kacwr‘1‘ S
Cefiriaxone R Gentamicin s
Cefuroxim R Hinoloni Ciprofloxacin S
12 K0, Aminogikozia | Amikacin R Levofloxacin s
\‘)F‘ “% | Gentamicin R Ostalo Chloramphenicol s
> Hincloni Ciprofloxacin R Trimethoprim/Sulfamethoxazole s
Levofloxacin R S - oceTnAe. CTanARDM peXUM RO | - ocetnms, nosehara wanamenocr* - o
Moksifl n R - VaNGIKEHOCT MAKDOSDTaHHIME anmswmuy 3BBHCH 0 032, HAYME NIDHMEHE 1 PACTONCKHECCTH BHTHBHOTUKA Ha MecTy e
ostalo | Chloramphenicol R
| Trimethoprim/Sulfamethoxazole R
Calistin MIC pg/ml R16 Ono6pes: 22.03.2023 10:57
Tigecycline MIC pg/ml R2 MAKDOGHONOILI HANAD & BANKIAH 523 NYaTa K NOTIHCA
S - OCOTILME.CTAHAADAHM PERHM JOSHPAILA 1 - OCETIbMB, NOBENIAKA MANOKBHOC naumjenT: Brekovic Petar 2045
.. IABHCH O AD3E, HEMMHA NDHMEHE W PACTCNONHEC
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Sally Davies

-~ -

.-UK Spé}:idl _E_r]yo.yV

EPIDEMIC  SUPERSPREADER = = = -’
PNEUMONIA

From a humble
bacteria like me,
you become a
super bug.
What's you
secret? ||

p;“\'\\\u\'\\‘—
resisianee

SOCIAL DISTANCir~.

LOCKDOWN
PANDEMIC
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TTpeu KoHtunujym y KLIC je oapxaH peuembpa 2015.;
mapt 2020.- jaHyap 2022. COVID-19
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TTpeu KoHTunujym y Hoeoj 3rpaam YKLIC je oapxaH 20 anpuna 2022.
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Oa jaHyapa no asrycta 2022. roauHe:

> oapXaHo je 28 koH3unNMujyma Tuma 3a KOHTposny ynoTpebe
aHTMbuotuka y YL YKLC

“» npukasaHo je 332 nauujeHta (Hajsuwe ca oaesverwsa JUI1 b -

132, JUN A - 73)
< 23.08.2022. roauHe - npukasaHo 23 naumujeHTta (Hajsehu 6poj)

AHTUMWKPOBHA PESUCTEHLMIA — ONMACHOCT KOJA HEMPEKMAHO NPETU

> npoceyHo 15 naumjeHaTa NO KOH3UNUjyMy
“* NpujassbeHU cy U naumjeHTu ca KnuHuke 3a xemartonorujy m

KnuHuke 3a optoneaujy YKLIC
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XBANA HA TTAXKHM |

LUO JIE/CHINA DAILY



